A microsatellite enriched microdissected chromosome 8 library was developed and screened as described by Wang et al. (2000) . The microsatellite primers were developed as described by Rohrer et al. (1994) . The primers used to genotype the microsatellite markers are presented at http://www.marc. usda.gov. Comments. We successfully modified a microsatellite enrichment method developed for genomic libraries 1 This work was supported by USDA NRI grant no. 9603401 and Kansas Agric. Exp. Sta. (contribution no. 00-33-J). We thank Julie Kong, Kathy Dobbels, and Kris Simmerman for superb technical assistance.
Source of Clones.
A microsatellite enriched microdissected chromosome 8 library was developed and screened as described by Wang et al. (2000) . The microsatellite primers were developed as described by Rohrer et al. (1994) . The primers used to genotype the microsatellite markers are presented at http://www.marc. usda.gov.
PCR Conditions.
A total of 12.5 ng of porcine genomic DNA, 5 pmol of each primer, and 0.1 unit of Taq polymerase were included in an 8-L reaction containing 1× Taq buffer, 1.5 mM MgCl 2 , 15 M dATP, 0.1 Ci of [α-32 P]dATP, and 30 M of dTTP, dGTP, and dCTP. The thermocycler profile was 1 min at 92°C, then 30 cycles of 30 s at 94°C, 1 min at the annealing temperatures shown at http://www.marc.usda.gov, and 1 min at 72°C, followed by a 5-min final extension at 72°C.
Description of Polymorphisms. The number of unique
alleles and their range size detected in nine parents of the MARC swine reference population (Rohrer et al., 1994) for the microsatellites are listed at http:// www.marc.usda.gov. Mendelian inheritance of each marker was confirmed in seven full-sib families of the MARC swine reference population.
Chromosome Location. Two-point linkage analyses were conducted with CRI-MAP 2.4 (Green et al., 1990) between these markers and all markers present in the MARC genome database. The most likely positions of each marker based on multipoint linkage analyses are presented at http://www.marc.usda.gov. Figure 1, 
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(Refseth et al., 1997) for DOP-PCR amplified microdissected DNA (Wang et al., 2000) . With this approach we isolated 14 informative microsatellite markers from chromosome 8 (Figure 1a and at http://www.marc .usda.gov). In addition, 10 informative microsatellites mapped to chromosome 15, 1 to chromosome 10, and 1 to chromosome 5 (Figure 1b and at http://www.marc .usda.gov). The most likely explanation for markers located on chromosomes other than 8 is that these chromosomes were inadvertently contacted by the microdissection needle, thus contaminating the sample. These additional markers, while not mapping to the desired region, are still valuable because they add informative markers to the genetic map in other regions of the genome.
Chromosome 8 is a priority chromosome in efforts to map the pig genome, because it seems to harbor some QTL that favorably affect reproductive efficiency. The markers reported in this study may be useful for scientists to map QTL on porcine chromosomes 8, 15, 10, or 5. 
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